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HIV subtype distributions Global A
by region (2010-2021)
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HIV-1 SUBTYPE DISTRIBUTION IN BELGIUM

Study Subjects Subtype distribution
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3% sub-subtype A6
« 151 individuals
 Dominant variant in Former Sovjet Union 02_AG; 17%
« Contraindication Cabotegravir and
Rilpivirine long-acting injectables
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ALL INDIVIDUALS INFECTED WITH A VIRUS OF SUB-SUBTYPE A6

* 151 Individuals with sub-subtype A6
* |ncrease in prevalence observed

« <2020: 1.9% on average

« 22020: 7.0% on average
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ALL INDIVIDUALS INFECTED WITH A VIRUS OF SUB-SUBTYPE A6

* Origin: FSU (48%), Belgium (40%) and other (12%)
« Risk category: MSM (50%), HE (41%) and IDU (9%)
* |Increase observed for people of all origin and all risk categories
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PHYLOGENETIC TREE OF SUB-SUBTYPE A6 Expanding cluster of

sub-subtype A6
iIndicating local
transmission

Tree scale: 0.1 ¢
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VIDUALS FROM EXPANDING SUB-SUBTYPE A6 CLUSTER

Cluster of 21 individuals

Recent local onward transmission

e Origin: 14 Belgians (87%) and 2 Northern Africans (13%)
Risk category: 15 MSM (83%) and 3 HE (17%)
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CONCLUSIONS

Prevalence of HIV-1 sub-subtype A6 increasing significantly in Belgium since 2020:
— growing number of people living with HIV originating from the FSU

— local transmission between mainly Belgian MSM.
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